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Figure S1. The cell cycle analysis of U266 cells after two days treatment with LY294002.
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Flow cytometry diagrams of CD138*/ PI* primary myeloma cells.
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Figure S3. Macrophage immunophenotyping of patient 4-derived MNCs after treatments with LY294002.
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Figure S4. Macrophage immunophenotyping of patient 5-derived MNCs after treatments with LY294002.



-]
o

30 2D 3D , 30 2D 3D Untreated-P4
25 10 pM-P4
! =27 e 25 iM-P4
=== Untreated-P5
= == 10 pM-P§
=== 25uM-P5

20 A0 L — ol

M1-Macrophages (%)
'8
M2-Macrophages (%)

D1 D3 D1 D3

Figure S5. Macrophage immunophenotyping graphs of patient-derived MNCs after treatments with LY294002.
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Figure S6. Flow cytometry diagrams of CD138*/ PI" primary MNCs derived from patients 4 and 5 after treatments
with LY294002.






